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Biomolecular Structures
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TLFv142 8% (Bleo-Fe'™) ONIVA XD 4 —EiEM
EEBRTDOESE & DORSEM

=R (bR Ky H KR A0 0T)

— R T RNV F F T F— B L T 5 &R TR WGP T
13 5 A, Bleo-Fe*'i&, /S—FF T F (LOOH) OFEALT
THiA DG EWILT ST EMNTE S, Bleo-Fe* I L4
LF P OREZ L TEH, LOOH & Ut L T compound T£k
T T NNIEE 7o TDNASHYIBIICBI G- L TWwb., Zhe
1Z B2 Bleo-Fe* X fRE ML 2z ER L, XV F T ¥ —
YORYE % AHLO0HE AT 5. % IFE > 25Bleo-
FS IZ PASOREDE / & X7 — BiEtE % F§o.

Gene and Protein Engineering

Ebra-¥XI7LA OEHEREMTIBRBIEXF Y
H—ERspSERMAD BB & HEEEREIT

Indah Wijayanti ; #20 K8l 5 K3 08 @RS (HR%
U PR A BERFNA & A T 2 AWFFERE)

BERE DA F I ME— OHECTRI A 7 v ) FF— ¥
Rsp5idk, ANV ATHERTLRESY Y37 HOBERN %

ik RIS TAEEZLONTVS., KL lI/—F
VYU R EOMBERKRBEDOFENTHLE ha-v X T
LA VRETFNVIEEE LT, RpSOIEERKICHG T 5
WW RAA IZT VT AEREEAL, oo X714 D
Wik, LEFF AL, S RERIIIE S & 5 ke
RspS ZBARDOIAFIT ) L 72.

Glycotechnology

In situ visualization of a glycoform of transferrin: localiza-
tion of a2,6-sialylated transferrin in the liver
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Ral GTPases: crucial mediators of exocytosis and tumouri-
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Probe optimization for sequencing by ligation
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Protein Interaction and Recognition
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Gene Expression

Identification of two promoters for human p-amino acid oxi-
dase gene: implication for the differential promoter regula-
tion mediated by PAXS/PAX2
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Bacillus subtilis degSU operon is regulated by the ClpXP-Spx
regulated proteolysis system

Yuh Shiwa'; Hirofumi Yoshikawa'; Teruo Tanaka®; Mitsuo
Ogura® (' Genome Research Center, NODAI Research Institute,
Tokyo University of Agriculture, 1-1-1 Sakuragaoka, Tokyo
156-8502, Japan; *Institute of Oceanic Research and Develop-
ment, Tokai University, 3-20-1 Orido-Shimizu, Shizuoka 424-
8610, Japan)

Keywords: glucose induction, proteolysis, response regulator,

Spx, whole-genome sequencing
RNA Technology

E{EDNA 7' O — 7% % B /- (RNA D KEFRELEDRE
3L EFT UV DNABEEEDRH

Bl O REER s BRI Y BAsE (CEIRK
SR BB T2 ZERE 5 2 Ik ok T2 3R A fy T4 8}
EAHEDNA 70 — 7k, 52 ORNAZFHR T 5 Fik
THAHH, (RNAZ KEITHERT 51213% O & 57
FEL, BRICIIMBDZD, EFXF-AMLT T
CYUREAEDTEHTY, Tu—ToRECILENT LD
LB LVE W) HEE A D -7, ThHZ2RkT 57
W, FTIREMHEBZMLL, KIS, 7I20%5L2H<
7%, DNARY XA T —¥ 2V GHEICX5H L
DNA [ b & fJE L 7-.

AAbs: 8587 K# 3 5 (2015)



