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An early endosom regulator, Rab5b, is an LRRK2 kinase
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A highly effective and adjustable dual plasmid system for O-
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Preparation of monoPEGylated Cyanovirin-N’s derivative
and its anti-influenza A virus bioactivity in vitro and in vivo
Chongchao Wu'?; Wei Chen'; Jia Chen'; Bo Han'?; Zhou Peng’;
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Thermodynamics of antibody—antigen interaction revealed
by mutation analysis of antibody variable regions
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Identification and characterization of a cell division-regulat-
ing kinase AKB1 (associated kinase of Trypanosoma brucei
14-4-4) through proteomics study of the Th14-4-4 binding
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p-Trefoil structure enables interactions between lectins and
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Arkadia enhances BMP signalling through ubiquitylation
and degradation of Smadé
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