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DR XA
P-Rex! ¥, PLEKHG2 & (Z5¢7: V), DEP, PDZ, IP4P N % £ >}
&% A9 4. DH : Dbl homology, PH : plekstrin homology, DEP :
Dishevelled, Egl-10 and Pleckstrin, PDZ : PSD95, DIgl and zo-1,
IP4P : inositol polyphosphate-4-phosphatase.
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