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Enzymology

Characterization of C-S lyase from Lactobacillus delbrueckii
subsp. bulgaricus ATCC BAA-365 and its potential role in
food flavour applications
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Biomembranes, Organelles, and Protein Sorting

Autophagy-independent function of Atg8 in lipid droplet dy-
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A novel pathogenesis of inflammatory bowel disease from the
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Receptors and Signal Transduction

Interleukin-22 restored mitochondrial damage and impaired
glucose-stimulated insulin secretion through down-regulation
of uncoupling protein-2 in INS-1 cells
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