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2 OMOHB S LT, e X B R % i 3¢ }fj ® /-
# (fragile X-associated tremor/ataxia syndrome : FXTAS) 34 ‘ P
DHIF NS, FXTASTIE, FMRIEET 05 MR [r7ed] |77:/'§§§ COEN
BIRIZBIF HCGGY ¥ — MIRAA LN L. FXTAS T FMRployGIZGARNAIC & DS 3
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(CGG)o V) ¥ — FRNAIZGAEEZ R T H 2 &, F 72, 5.3 5 RNAMES Y v /87 E#E (HNRNPA2/BI, FUS, SFPQ
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SN, I ha v N 7R EDOKEDOHMILNGE T
BEINL o7z, AFRICBWT, A IZGAREE DR
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MREIICZ SRR SN 528, 7)) THIRBIZIZIZE A LTE
WE N, 2) GG IR OBHIRZSGRE R R A - &
FTABEESINS. 3) GAREEIXTITENOAT B Y
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INETEML IR GRS G Y 7Y FaSE ST
BY, PAZITILDE LS F ST i BIx LTHREESE
& BATHEMEASHE S Tw B, il L 72 C9ALS/FTD @
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V7Y YBORMAIIC LY SEEREIISBINICHET S S
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BOWBRIOL oW ETH B, Tz, ALy -

20T, RREERPEBRALE DY AR, Dok
R 7ZREMIZEIC X D ER S NRTH 5.
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M, BEEOMMIL L IZRED LNVOERY AT L%
EELTWA., TO/BMY AT L%, MMl E ) Lok
B Ay N =2 RmEEEEE L, S TORETH S
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i, HAeofEIZT v FACERMLSEFSERT /A5
UREEOBALIHEAE L, ToitEamEY: (esotkiE) &
LTINS, S5V TIE, My~
DY 7 KEEOEACLTER 2 Mk AR E O [y E
k] TREEEOIGEREM] 12X Ay bTy—2 &L
THE S, (WA Shan %0, [#ER] 12X 505
Mfao TEYE] ARy b7 —2 42T MREHE - e Sh
L. B, EEHSITGAMELE (KoMl o5I1cow
TN TH Y, 7/ L DNA - RNA & K& 238 % 4
AT REM AR L TV 5.
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